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Figure, Table
RIRNZBIENEE

—

v’ Profession
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Figure 2. Fecal SCFAs of the UCMS-induced and v Provide raw data in

control rats. Fecal SCFAs of control (n = 10) and

UCMS-induced of rats (n = 11) quantified with the supplementary infor. or public
pDART-MS platform. Total SCFA refers to the data repository

summed concentration of AA, PA, and BA. v’ Artistic figure

Statistical significance was evaluated by an v Avoid complication

unpaired Student’s t test. (*P value < 0.05). Error
bars represent standard deviation. Numeric data
are given in Table S3.
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FRELRHEEEERS

ACS Reviewer Recommendet

Web of Science Reviewer Locator

The matching algorithm
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metadata such as author
names, manuscript titles,
abstracts, and journal of the
submission to the same
metadata for publications
indexed in and
generates a list of authors of
relevant publications who could
serve as potential reviewers.
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TWO reviews for minor revision

The manuscript details optimization, control experiments and application of this
guantitative method in biological samples.

The importance of SCFAs in microbiota metabolism justifies the development of
this method for fast analysis of these volatile compounds. The comparison with a
common HPLC method is very convincing that the method is fast and robust.

The data and statistical analysis is outlined nicely in the manuscript and the SI.
This well-structured manuscript is of high interest for the readership of Analytical
Chemistry.

The manuscript describes a new method using paper Direct Analysis in Real
Time (pDART) MS for short chain fatty acid analysis.

Overall, the experiments are well-done and the data support the conclusions.
The reproducibility between HPLC quantitation and pDART is remarkable.

| also appreciated the use of multiple sample types.

The paper is very well-written.
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" Dear Dr. Chen.
"I am sorry to inform you



Rejection is the normal in academia publishing

http://www.slideshare.net/editage/most common-reasons-for-journal-rejections




The Paper Rejection Repository

Posted . Ultimately

On Title Rejected BY b blished In

10 Jun Taura syndrome virus IRES initiates franslation by binding its

2014 tRNA-mRNA-like structural element in the nbosomal Nature 2014, PNAS @
decoding center

13 Dec Opposing dopaminergic and GABAergic neurons control the  Science, 2013, Cell @

2013 duration and persistence of copulation in Drosophila Nature, Neuron 155:681-93

13 Dec Structure of the Ribosome with Elongation Factor G Trapped 2013, PNAS

2013 in the Pre-Translocation State Nature, NSMB 1 40-70094-20000 @

14 S . NAS @

212 Rejected without review at Science, —

31T A . . structure @

212 Rejection by Nature and Neuron. 31828

2 Ma . . 'NAS

201> Published more than a year later in Cell 5 @

1o (155:881-893). MBoy o

2010 416

29 Jul AB(1-40) Fibril Polymorphism Implies Diverse Interaction EMBO J, PLoS, 2009, J. Mal. Biol.

2010 Patterns in Amyloid Fibrils JBC, JACS 386:869-377 @

28 Jul Molecular interactions in rotavirus assembly and uncoating Science 2009, PNAS

2010 seen by high-resolution cryo-EM 106:10644—10648 @

28 Jul Paired [-sheet structure of an AB(1-40) amyloid fibril Nature, Science 2008, PNAS @

2010 revealed by electron microscopy

10574627466

https://grigoriefflab.umassmed.edu/paper_rejection_repository




My experiences (100% successful rate)

e ms e

BEERENERE 2.5 & H
Mol. Cell. FAGF
Proteomics Negative (major) x 1 8 {EH
Positive x (minor) 1
Rejection after 2 rounds of D8y 16 /\BF
- 5 revisions
- TTOTCOME. TS (K R RERR AR [E]) 5 {@H
REEMEE B Ih 2.5 {EH
T EA M E
Nat. Commun. Negative (rejection) x 1 6 {EH
Positive (minor) x 1
fm 1 R AR EEE X Ih 1.5 {EH
R e E
Nat. Commun. Negative (rejection)x 1 8 fEH

Positive (major, Major) x 2
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Membrane Proteome and Modification
Opportunity for Disease Biomarker and Drug Target
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heterogeneous modification, Low MS signal
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On the journey of rebuttal......
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Postdoc. & Wife

Shot-gun Membrane Proteomics
Trial started in 2004....... By 1 MS student

Date

2007-8-20
2007-11-25

2008-2-14

2008-3-19

2008-5-2
2008-June

Manuscript status

First Submission
Rejection

Rebuttal

Received response
--Major revision

Submitted revision

Accepted

Note

One-major revision
One-rejection

Re-submission as a
new manuscript
11-page letter

Only one new reviewer
Ask for new analysis



Reviewer 1 (major revision?)

“The authors put forward two advances:

1. Gel assisted digestion for analyzing the membrane proteome.

2. Coupling this approach to iTRAQ MDLCMSMS
The data from 2. gives reproducibility that’s

Other comments:
Q: An experiment required is to compare two identical samples

Q: Overall the text is too long, especially the Discussion
Q: How much material was used for western blots?




Reviewer 2 (rejection)

“The manuscript by Han et. al. Describes the use of polyacrylamide gel formation
to assist with sample clean-up and digestion followed by iTRAQ labeling to
perform deferential proteomics on membrane protein samples.

While | find the topic interesting and the approach compelling, | can not
recommend this paper for publication due to the grammatic errors and lack of
experimental detail. A few examples are given below. “

1. Summary: The last sentence of this section is run on and confusing

2. Methods: "Incorporated into gel matrix" What are the details?
Percent TEMED used? or all according to the previously published
method?

3. Methods: "TFA in ACN, and can, and.." auto correction of neat ACN?

4. Q: Methods: "10% APS, and TEMED.." what %?



MOLECULAR & CELLULAR

PROTEOMICS

Jan. 3rd, 2007
Dear Dr. Bradshaw:

Enclosed is a revision of our manuscript entitled "Systematic uncovering of multiple pathways underlying the
pathology of Huntington’s disease by an acid-cleavable isotope-coded affinity tag approach™ (M6:00356-MCP).
New experimental evidence (Figs. 6, S1, S2, S3) and data analyses (Tables 2, S2, S3) were provided to satisfy the

concerns raised in reports #1 and #2. The major problem raised in report #3 was due to a
misunderstanding of the lamin isoforms involved in the ICAT and Western blot analyses. We would like to

Bﬁ{éﬁ;&‘ %’@% emphasize that we used Western blotting to confirm the ICAT results and to fine-tune the normalization of the
o B ICAT experiments because no other normalization procedure for large-scale quantitative analyses of severe
E[jﬁﬂlg)ﬁélﬁﬁﬁﬁ degeneration diseases has yet been reported, while a proper internal control (lamin A/C) for Western blotting under
the experimental conditions tested in the present study is available. Because we only analyzed proteins that showed

alterations in the same direction in the two independent ICAT experiments, our Western blot analyses of the 10

A different proteins (including 3 which were upregulated and 5 which were downregulated; comprising 12% of the

total proteins which exhibited changes) verified that when using the analytical protocol presented herein, changes

S u C C eS Sfu I larger than the average RSD (0.23) may have differed from “1” and were meaningful (Fig. 2). Our study provides a
careful and reliable application of ICAT to the large-scale proteomic analysis of severe degeneration diseases. The

Sto ry | majority of the proteins with changes revealed in the present study have never been reported in Huntington’s

disease (HD) before, and this is expected to facilitate the identification of novel pathological pathways of HD. It
Is on these bases that we believe that publication of this work is appropriate in

Molecular and Cellular Proteomic. we summarize our point-by-point responses to the reviewers in
the following letter.



{STEP 1) A Rebuttal Letter (REARTT)

Dear Prof. Burlingame:«

o

We would like to submit our manuscript entitled " A Multiplexed Quantitative Strategy for
Membrane Proteomics: Opportunities for Mining Therapeutic Targets for Autosomal-Dominant

Polycystic Kidney Disease' (=) yteomics.
EJ//{ )| }}’E'/,“D Wejr(gpﬁﬂ a mul(‘gplexed qu = ﬁl-{ ;?E 'I:I:I' §§ = ﬁ1{ 1_-[ 55 H%t-r - ides high
Pt I T (EaR g ocouraey (<9%emon.pree —HKIRERE B CHIES nong 945

7|t7"-=< E/] fm 7’7— quantified proteins with kn 1s, and an
= HA average of 5.4 peptides per . . v,
topological analysisrejeal: - ;ﬁﬁ % H:'. ﬁﬂ: jp‘% }ﬁ% E’\J 1§ "“||j ? leved
with transmembrane peptic fﬁ? i m s 1elices.
- \ m

To the best of our knowled ¥ MAass

spectrometry and provides ,“n % * ﬂ& § | A s on these

bases that we believe this wuis 1» AP PIUPILIALG LUL PUULIGALIVLL L) SVIULECLH L AU ST T F oteomics. «

o
EE EFF E/\j The work was originally submitted to Molecular and Cellular Proteomics on Sep 2, 2007
H (M7:00337-MCP). Because of the lack of partial experimental details and grammatical errors
2-3 'f IEI E g f@ EE| (see the following original reviewer statements), our previous manuscript did not clearly and
( K o5 E %E }E]_ EE) Foml}letel}-' {lemons_tm te the advantages of our new methodology. However=lwe have now taken
== == into account the reviewers’ comments when revising our paper, and we offer point-by-point
responses to those comments below.«



— Emphasize novelty from other reviewer’s comments

(fEJI6ETT)

Reviewer 1:

The authors put forward two advances: 1. Gel assisted
digestion is a powerful tool for analysing the membrane proteome.
2. Coupling this approach to iTRAQ MDLCMSMS The data from
2. gives reproducibility that’s as good as any reported before, if
not better.

SIHEEERNEE
Reviewer 2:
“While I find the topic interesting and the approach compelling
| can not recommend this paper for publication due to the
grammatic errors and lack of experimental detail.”



3 — Incorporate relevant revision, Add data

(CXEERE )

The detailed point-by point revisions are listed in the accompanying response letter

Compared with the reported 20-30% standard deviation in xxx methods
(cite previous GOOD literatures), our xxxx result demonstrated the
superior accuracy and reproducibility of our platform.
LEBIRBIER

To further demonstrate the efficient identification and
quantification of our method, we have added NEW results for the

first membrane proteomic study of o PINNLEFh&E R

Although our previous manuscript was edited by a professional

English editing service before submission, it did not meet the

language criteria due to some grammatical errors. To ensure

readability and correct grammar, the new manuscript has been

revised by a scientific revision service (company name, HEE TN
http://www.xxxxx.com/)---- attach certificate
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Mol. Cell. Proteomics, 7, 1983—1997(2008)



Partial pathways
in polycystic
kidney disease

1. First milestone of developing proteomics strategy in my group

2. Selected as top 2% of published articles in biology and
medicine by Faculty of 1000

3. Selectedas® AFFIRELEFT = %

4. 105 citations

5. Received invitation to join Editor Board of journal “Kidney
International (IF: 8.536)”



ARTICLE 7 AN

Received 9 Jul 2014 | Accepted 12 Feb 2015 | Published 27 Mar 2015 OPEN 5
Large-scale d_eterminat_ion of _absplute Months
phosphorylation stoichiometries in human " %

cells by motif-targeting quantitative proteomics -
Rebuttal

Chia-Feng Tsai'%, Yi-Ting Wang?34, Hsin-Yung Yen%>, Chih-Chiang Tsou®, Wei-Chi Ku’, Pei-Yi Lin?,
Hsuan-Yu Chen®, Alexey |. Nesvizhskii®, Yasushi Ishihama® & Yu-Ju Chen!23

2014/7/14 | First submission

Rejection from Nature Communications

2014/9/29 . .. L
(one minor revision, one rejection)

2014/9/30 | NERETEm, FesEIE P —{reviewerE &, (481 LA RINL)

2014/11/13 | Appeal request for NCOMMS-14-10342-T

2014/11/14 | 1= submit Appeal

N

2014/12/5 | Editor [H] & EfRebuttal revision & revised manuscript 2455 AHY reviewer

2014/12/6 | Yulu replied 75 ZEditorik4h 55—{ H JE %A Reviewer H 1

2015/12/9 | Editor[E]E X455 = {EReviewerE &

2015/2/12 | Acceptance of NCOMMS-14-10342B




”

"I am sorry to inform you............

How to deal with paper rejection ?

M Keep your emotions at bay

M Keep an open mind

O Is this comment correct and relevant? Have the referee got to the bottom of the
experiment/claim?

O How much weight this comment has on the overall rejection decision?

O Assuming this comment is correct and in place, can | supply data/claim to defer it?

M Keep your team posted

M Should | write a rebuttal letter?

M Should | consider a different set of suggested reviewers?
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